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Tab.1 Physiologic and biochemical characteristics of the pathogenic bacteria strains

VRS BAME T (Aeromonas sobria) .
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FrEERR LR Citrate - - D-HE D - mannose + +
W+ 7RI =T OREIME (d7IR 11% ~89% B R FAYE .

100 Aeromonas schubertii AY987496.1
T 99 { Aeromonas trota AY101805.1
90 L Aeromonas enteropelogenes AY987492.1
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2l ‘——————————————— Aeromonas hydrophila JQ085459.1
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100 & Aeromonas sobria GU174507.1
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Fig.2 Phylogenetic tree based on gyrB gene sequence of ah01 strain

Aeromonas molluscorum AY987538.1
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Isolation and identification of Aeromonas sobria from Ictalunes punctatus
and its antimicrobial susceptibility

YANG Yibin"*?, XU Ning">*, DONG Jing"**, YANG Qiuhong'**, LIU Yongtao'**, Al Xiaohui'***

(1. Yangtze River Fisheries Research Institute, Chinese Academy of Fishery Sciences, Wuhan 430223, China;
2. Hubei Freshwater Aquaculture Collaborative Innovation Center, Wuhan 430223, China; 3. Key Laboratory of Control of Quality
and Safety for Aquatic Products, Ministry of Agriculture, Beijing 100141, China)

Abstract: The present study reports isolation, identification and antibiotic sensitivity of a pathogen from Ictalurus
punctatu suffering from bleeding disorder. The pathogenic bacteria were isolated and purified from blood and important
tissues and organs of Ictalurus punctatu. The identification of the isolated was conducted, using the biochemical iden-
tification and 16S rRNA gene sequence determination. The artificial infection test was performed, and antimicrobial
susceptibility test was conducted by K — B method. The bacterial sirains isolated from artificial infection fish showed
similar morphological and biochemical characteristics to those naturally infected fish. Therefore, the isolate was patho-
genic bacteria giving rise to Ictalunes punctatus. According to morphological and biochemical characteristics as well as
the result of gyrB gene sequence analysis, the isolate was Aeromonas sobria. The isolate was susceptible to doxycycline
and cefotaxime. Meanwhile, it showed medium sensitivity to florfenicol, azithromycin and levofloxacin. Our results
demonstrated that isolate was the pathogen which caused high mortality in Ictalurus punctaius, and the disease may be
prevented by administering drugs such as doxycycline in emergency. [ Chinese Fishery Quality and Standards, 2017,
7(4) .45 -50]
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